
Postdoctoral position in bioinformatics at Agrocampus Ouest, Rennes France: 
Development of genomic resources on the invasive aquatic plant, water primrose. 

 
The project is funded for 18 months by Region Bretagne Fund with the following eligibility 
criteria: The candidate must have spent a maximum of 18 months in France during the last 3 
years as of May 28, 2018 (ie between May 28, 2015 and May 28, 2018). 
 
Background : Our team is particularly interested in the invasive aquatic species water 
primerose, of which 2 species are present in France, Ludwigia grandiflora (decaploid, 10x = 
80 chromosomes) and Ludwigia peploides (diploid, 2x = 16 chromosomes). These two 
aquatic species, which are widespread in the national water system, are also capable of 
invading wet meadows. In order to understand the adaptation of the water primrose to the 
terrestrial environment, genetic and epigenetic approaches are or will be developed on 
Ludwigia grandiflora. Since they do not have genomic resources in these two species, their 
development is essential to carry out such studies. This is why transcriptomic and genomic 
analysis are in progress to get data to carried out a reference genome and a reference 
transcriptome. Obtaining these genomic resources will support the genetic and epigenetic 
studies.  
 
The role: The post doctoral researcher will in charge to generate genome and transcriptome 
references and to investigate the terrestrial adaptation of water primrose (evolution at short 
term) throught transcriptomic differential expression. This will include (1) generating de novo 
assembly from reads produced by new generation sequencing (NGS) from MiSeq and HiSeq 
technologies (Illumina) as well as MinION (Nanopore), to propose and implement strategies 
for assembling and annotating genomes or transcriptomes of non-model species, L. 
grandiflora and L. peploides, (3) to collaborate on the establishment of a methylome in L. 
grandiflora.  
 
Required qualifications:  We are looking for an enthusiastic candidate with a strong 
background in NGS data analyses (genome sequencing, RNA-Seq), in bioinformatics and 
statistical analyses (programming with languages R and Python or similar; knowledge in 
various informatic tools (Ensembl, IPA, cMAP, mirBase, ..) and methods for data analysis 
(Limma, GSEA). Knowledge in assembly and annotations of polyploid genomes as well as in 
biology will be appreciated. The successful applicant will possess at least an PHD in 
Bioinformatic, in systems biology, in informatic or related field. 
 
Additional information:  
- The position is based at Agrocampus Ouest in Rennes in the Research unit Ecology and 
Ecosystem health (UMR ESE, https://www6.rennes.inra.fr/ese_eng/). Rennes (Brittany, 
Western France) is an historic and dynamic town less than one hour to the sea and two 
hours to Paris by train.  
 
- Monthly gross salary is 3 145.20 € (i.e. 1 781.39 € monthly net salary) the six first months 
then 3 976.89 € monthly gross salary (i.e. 2 267.62€ monthly net salary)   
- Beginning of project:  03/06/2019 
- Deadline : 12/04/2019 
 
To apply, please send an application letter detailing research background and your 
experience and skills fulfill the requirements listed above your CV and the contact of two 
references by e-mail to Dominique BARLOY (dominique.barloy@agrocampus-ouest.fr). 
 


